Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.001 Å; R factor = 0.038; wR factor = 0.113; data-to-parameter ratio = 21.9.
In the title compound, C 4 H 10 NO + ÁC 4 H 5 O 6 À ÁH 2 O, the morpholine ring adopts a chair conformation. In the crystal, the tartrate anions are linked via O-HÁ Á ÁO hydrogen bonds, forming chains propagating along [101] . These chains are linked via N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds, involving the morpholinium cation and the water molecule, forming a three-dimensional network.
Related literature
For the biological activity of morpholine derivatives, see : Lan et al. (2010) ; Raparti et al. (2009) . For standard bond lengths, see: Allen et al. (1987) . For related studies on co-crystals of amino derivatives, see : Fu et al. (2010) ; Aminabhavi et al. (1986) . For puckering parameters, see : Cremer & Pople (1975) and for asymmetry parameters, see: Nardelli (1983) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes:
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97. (Lan et al., 2010; Raparti et al., 2009) activities. The amino derivatives have found wide range of applications in material science, such as magnetic, fluorescent and dielectric behaviors, and there has been an increasing interest in the preparation of amino co-crystal compounds (Aminabhavi et al., 1986; Fu, et al. 2010 ). Here we report the crystal structure of the title compound (Fig. 1 ).
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All geometric parameters are in the normal ranges (Allen et al., 1987) . The morpholine ring (N1/O7/C5-C8) adopts an almost perfect normal chair conformation having a total puckering amplitude, Q T of 0.568 (2) Å and [θ = 176.2 (2) and φ = 180.1 (2)°] (Cremer & Pople, 1975) , and the lowest displacement asymmetry parameters Δ S (O7/N1) is 0.11 (2)° (Nardelli, 1983). The crystal structure of the title compound is characterized by intermolecular bifurcated N-H···O and O-H···O hydorgen bond (Table. 1 
Experimental
Cold absolute methanol (60 ml) was added to L-tartaric acid (2.94 g, 19.62mmol). The acid was dissolved by heating the mixture on a hot plate with stirring maintained at a temperature of 358 K. The solution was cooled to 298 K and morpholine (1.70 g, 19.62 mmol) was added dropwise. The product was precipitated out of the solution as a white tiny seed crystals by spontaneous nucleation (78.3 %, m.p. 441-442 K). Single crystals suitable for X-ray diffraction were recrystallized ethl alcohol.
Refinement
The H atoms bonded to O1w were located a different Fourier map and refined freely. All other H atoms were positioned geometrically, with C-H = 0.93 and N-H = 0.89Å constrained to ride on their parent atoms, with U iso (H) = xU eq (C, N), where x = 1.5 for methyl H and x = 1.2 for all other H atoms. Figures   Fig. 1 . The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. H atoms are presented as small spheres of arbitrary radius. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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